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nAl Vh (SEQ id NO: 1): 

QVQLKESGPGLVAPSQSLSITCTISGFSLTDYGVHWWQPPGKGLEWLVVIWSDGSSTY^ 
RKDNSKSQVFLIMNSLQTDDSAMYYCARHGTYYGMTTTGDALDYWGQGTSVTVSS 



VhI.O (SEQ id NO: 2): 

QVQLVESGPGLVQPGGSLRISCAISGFSLTDYGVHWWQAPGKGLEWLVVIWSDGSSTYNSALKSRIVr^ 
ISKDNSKSTWLQlVnsfSLRAEDTAMYYCARHGTYYGMTTTGDALDYWGQGTLVTV 



Vh 2.0 (SEQ ID NO: 3): 

EVQLVESGGGLVQPGGSLRISCAISGFSLTDYGVHWRQAPGKGLEWLVVIWSDGSSTYNSALKSRM 
ISKDNSKNTWLQJS^SLRAEDTAVYYCARHGTYYGMTTTGDALDYWG^ 



Vh 3.0 (SEQ ID NO: 4): 

EVQLVESGGGLVQPGGSLRLSCAASGFSLTDYGVHWVRQAPGKGLEWVSVIWSDGSSTYNSALKSRF 
TISRDNSKNTLYLQMNSLRAEDTAVYYCARHGTYYGMTTTGDALDYWGQGTLVTVSS 



Vh 4.0 (SEQ ID NO: 5): 

EVQLVESGGGLVQPGGSLRLSCAISGFSLTDYGVHWVRQAPGKGLEWLVVIWSDGSSTYNSALKSRM 
TISKDNSKSTVYLQMNSLRAEDTAVYYCARHGTYYGMTTTGDALDYWGQGTLVTVSS 



Vh 5.0 (SEQ ID NO: 6): 

QVQLVESGGGLVQPGGSLRISCAISGFSLTDYGVHWVRQAPGKGLEWLWIWSDGSSTYNSALKSRMT 
ISKDNSKSTVYLQMNSLRAEDTAMYYCARHGTYYGMTTTGDALDYWGQGTLVT^ 

IIAl Vl (SEQ ID NO: 7): 

QIVLTQSPAIMSASLGERVTMTCTASSSVSSNYLHWYQQKPGSAPNLWIYSTSNLASGVPARFSGSGSG 
TSYSLTISSMEAEDAATYYCHQYLRSPPTFGGGTKLEIKR 



VlI.O (SEQ id NO: 8): 

DIQLTQSPSSMSASLGDRVTMTCTASSSVSSNYLHWYQQKPGKAPNLWIYSTSNLASGVPSRFSGSG 
TDYTLTISSMQPEDFATYYCHQYLRSPPTFGQGTKLEIKR 



Vl 2.0 (SEQ ID NO: 9): 

DIQLTQSPSSLSASVGDRVTMTCTASSSVSSNYLHWQQKPGKAPKLWr^STSNLASGVPSRFS 
TDYTLTISSMQPEDFATYYCHQYLRSPPTFGQGTKLEIKR 



Vl 3.0 (SEQ ID NO: 10): 

DIQMTQSPSSLSASVGDRVTITCTASSSVSSNYLmVYQQKPGKAPKLLIYSTSNLASGWSRFSGSGSGT 
DFTLTISSLQPEDFATYYCHQYLRSPPTFGQGTKVEIKR 



Vl4.0 (SEQ ID NO: 11): 

DIQLTQSPSSLSASVGDRVTITCTASSSVSSNYLHWYQQKPGKAPKLWIYSTSNLASGVPSRFSGSGSGT 
DYTLTISSLQPEDFATYYCHQYLRSPPTFGQGTKVEIKR 



Vl 5.0 (SEQ ID NO: 12): 

DIQLTQSPSSLSASVGDRVTMTCTASSSVSSNYLHWQQKPGKAPKlWrfSTSNLASGVPSI^ 
TDYTLTISSLQPEDFATYYCHQYLRSPPTFGQGTKVEIKR 
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A. IIA1 Vh sequences 

[NA, SEQ ID NO: 13; AA, SEQ ID NO: 1] 

1 ATGGCTGTCCTGGGGCTGCTTCTCTGCCTGGTGACTTTCCCAAGCTGTGTCCTGTCCCAG 

MAVLGLLLCLVTFPSCVLSQ 
61 GTGCAGCTGAAGGAGTCAGGACCTGGCCTGGTGGCGCCCTCACAGAGCCTGTCCATCACA 

VQLKESGPGLVAPSQSLSIT 
121 TGCACCATCTCAGGGTTCTCATTAACCGACTATGGTGTTCACTGGGTTCGCCAGCCTCCA 

CTISGFSLT D Y G V H W V R Q P P 
181 GGAAAGGGTCTGGAGTGGCTGGTAGTGATTTGGAGTGATGGAAGCTCAACCTATAATTCA 

GKGLEWLV VIWSDGSSTYNS 
241 GCTCTCAAATCCAGAATGACCATCAGGAAGGACAACTCCAAGAGCCAAGTTTTCTTAATA 

A L K S RMTIRKDNSKSQVFLI 
301 ATGAACAGTCTCCAAACTGATGACTCAGCCATGTACTACTGTGCCAGACATGGAACTTAC 

MNSLQTDDSAMYYCAR H G T Y 
3 61 TACGGTATGACTACGACGGGGGATGCTTTGGACTACTGGGGTCAAGGAACCTCAGTCACC 

YGMTTTGDALDY WGQGTSVT 
421 GTCTCCTCA 

V s s 



B. IIA1 Vl sequences 

[NA, SEQ ID NO: 14; AA, SEQ ID NO: 7] 

1 ATGGATTTTCAGGTGCAGATTTTCAGCTTCCTGCTAATCAGTGCCTCAGTCATAATGTCC 

MDFQVQIFSFLLISASVIMS 
61 AGAGGACAAATTGTTCTCACCCAGTCTCCAGCAATCATGTCTGCATCTCTAGGGGAACGG 

i2C?2lVLTQSPAIMSASLGER 
121 GTCACCATGACCTGCACTGCCAGTTCAAGTGTAAGTTCCAATTACTTGCACTGGTACCAG 

V T M T C TA.SSSVSSNYLH W Y Q 
181 CAGAAGCCAGGATCCGCCCCCAATCTCTGGATTTATAGCACATCCAACCTGGCTTCTGGA 

QKPGSAPNLWIY S T S N L A S G 
241 GTCCCAGCTCGTTTCAGTGGCAGTGGGTCTGGGACCTCTTACTCTCTCACAATCAGCAGC 

VPARFSGSGSGTSYSLTISS 
3 01 ATGGAGGCTGAAGATGCTGCCACTTATTACTGCCACCAGTATCTTCGTTCCCCACCGACG 

MEAEDAATYYC HQYLRSPP T 
3 61 TTCGGTGGAGGCACCAAGCTGGAAATCAAA ^ 

FGGGTKLEIK 
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A. Antibody 200-4 Vh sequences 

[NA, SEQ ID NO: 15; AA. SEQ ID NO: 16] 

1 ATGGCTGTCCTGGGGCTGCTTCTCTGCCTGGTGACTTTCCCAAGCTGTGTCCTGTCCCAG 

MAVLGLLLCLVTFPSCVLSQ 
61 GTGCAGCTGAAGGAGTCAGGACCTGGCCTGGTGGCGCCCTCACAGAGCCTGTCCATCACA 

VQLKESGPGLVAPSQSIiSIT 
121 TGCACCATCTCAGGGTTCTCATTAACCGACTATGGTGTTCACTGGGTTCGCCAGCCTCCA 

CTISGFSLT D Y G V H W V R Q P p 
181 GGAAAGGGTCTGGAGTGGCTGGTAGTGATTTGGAGTGATGGAAGCTCAACCTATAATTCA 

GKGLEWLV VIWSDGSSTYNS 
241 GCTCTCAAATCCAGAATGACCATCAGGAAGGACAACTCCAAGAGCCAAGTTTTCTTAATA 

A L K S RMTIRKDNSKSQVFLI 
301 ATGAACAGTCTCCAAACTGATGACTCAGCCATGTACTACTGTGCCAGACATGGAACTTAC 

MNSLQTDDSAMYYCAR H G T Y 
361 TACGGTATGACTACGACGGGGGATGCTTTGGACTACTGGGGTCAAGGAACCTCAGTCACC 

YGMTTTGDALDY WGQGTSVT 
421 GTCTCGAGC 

v'"s' "s 



B. Antibody 200-4 Vl sequences 

[NA, SEQ ID NO: 17; AA, SEQ ID NO: 18] 

1 ATGGATTTTCAGGTGCAGATTTTCAGCTTCCTGCTAATCAGTGCCTCAGTCATAATGTCC 

MDFQVQIFSFLLISASVIMS 
61 AGAGGACAAATTGTTCTCACCCAGTCTCCAGCAATCATGTCTGCATCTCTAGGGGAACGG 

RGQIVLTQSPAIMSASLGER 
121 GTCACCATGACCTGCACTGCCAGTTCAAGTGTAAGTTCCAATTACTTGC ACTGGTACCAG 

V T M T C TASSSVSSNYLH W Y Q 
181 CAGAAGCCAGGATCCGCCCCCAATCTCTGGATTTATAGCACATCCAACCTGGCTTCTGGA 

QKPGSAPNLWIY S T S N L A S G 
241 GTCCCAGCTCGTTTCAGTGGCAGTGGGTCTGGGACCTCTTACTCTCTCACAATCAGCAGC 

VPARFSGSGSGTSYSLTISS 
3 01 ATGGAGGCTGAAGATGCTGCCACTTATTACTGCCACCAGTATCTTCGTTCCCCACCGACG 

MEAEDAATYYC HQYIjRSPP T 
3 61 TTCGGTGGAGGCACCAAGCTCGAGATCAAA 

F G G G T K L " "e" I K 
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A. M200 Vh sequences 

[NA, SEQ ID NO: 19; AA, SEQ ID NO: 20] 

1 TCTAGA CCACCATGGCTGTCCTGGGGCTnrTTrTrTnrrTnn^riACTTTCCCAAGCTGTC 
MAVLGLLLCLVTFPSC 
61 TCCrGTCCCAGGTGCAGCTGAAGGAGTCAGGACCTGGCCTGGTGGCGCCCTCACAGAGCC 

VLSQVQLKESGPGLVAPSQS 
121 TGTCCATCACATGCACCATCTCAGGGTTCTCATTAACCGACTATGGTGTTCACTGGGTTC 

LSITCTISGFSLT D Y G V H W V 
181 GCCAGCCTCCAGGAAAGGGTCTGGAGTGGCTGGTAGTGATTTGGAGTGATGGAAGCTCAA 

RQPPGKGLEWLV VIWSDGSS 
241 CCTATAATTCAGCTCTCAAATCCAGAATGACCATCAGGAAGGACAACTCCAAGAGCCAAG 

TYNSALKS RMTIRKDNSKSQ 
3 01 TTTTCTTAATAATGAACAGTCTCCAAACTGATGACTCAGCCATGTACTACTGTGCCAGAC 

VFLIMNSLQTDDSAMYYCAR 
3 61 ATGGAACTTACTACGGAATGACTACGACGGGGGATGCTTTGGACTACTGGGGTCAAGGAA 

HGTYYGMTTTGDALDY W G Q G 
421 CCTCAGTCACCGTCTCCTCAG^GTAAGAATGGCC TCTAGA 

T S V T V S S 



B. M200 Vl sequences 

[NA, SEQ ID NO: 21; AA, SEQ ID NO: 22] 

1 MS£^CCACCATGGATTTTCAGGTGCAGATTTTCAGCTTCCTGCTAATCAGTGCCTCAG 
MDFQVQIFSFLLISAS 
61 TCArAATGTCCAGAGGACAAATTGTTCTCACCCAGTCTCCAGCAATCATGTCTGCATCTC 

VIMSRGQIV-LTQSPAIMSAS 
121 TAGGGGAACGGGTCACCATGACCTGCACTGCCAGTTCAAGTGTCAGTTCCAATTACTTGC 

liGERVTMTCTASSSVSSNYL 
181 ACTGGTACCAGCAGAAGCCAGGATCCGCCCCCAATCTCTGGATTTATAGCACATCCAACC 

HWYQQKPGSAPNLWIY S T S N 
241 TGGCTTCTGGAGTCCCAGCTCGTTTCAGTGGCAGTGGGTCTGGGACCTCTTACTCTCTCA 

h A S GVPARFSGSGSGTSYSL 

3 01 CAATCAGCAGCATGGAGGCTGAAGATGCTGCCACTTATTACTGCCACCAGTATCTTCGTT 

TISSMEAEDAATYYC H Q Y L R 
3 61 CCCCACCGACGTTCGGTGGAGGCACCAAGCTGGAAATCAAAC'GTAAGTAGAATCCAAAGT 

S P P T FGGGTKLEIK 
421 CTAGA 
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M200 COMPLETE HEAVY CHAIN DNA SEQUENCE 
(SEQ ID NO: 23 ) 

CAGGTGCAGCTGAAGGAGTCAGGACCTGGCCTGGTGGCGCCCTCACAGAGCCTGTCC 

ATCACATGCACCATCTCAGGGTTCTCATTAACCGACTATGGTGTTCACTGGGTTCGC 

CAGCCTCCAGGAAAGGGTCTGGAGTGGCTGGTAGTGATTTGGAGTGATGGAAGCTCA 

ACCTATAATTCAGCTCTCAAATCCAGAATGACCATCAGGAAGGACAACTCCAAGAGC 

CAAGTTTTCTTAATAATGAACAGTCTCCAAACTGATGACTCAGCCATGTACTACTGT 

GCCAGACATGGAACTTACTACGGAATGACTACGACGGGGGATGCTTTGGACTACTGG 

GGTCAAGGAACCTCAGTCACCGTCTCCTCAGCTTCCACCAAGGGCCCATCCGTCTTC 

CCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAGAGCACAGCCGCCCTGGGCTGCCTG 

GTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACC 

AGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGC 

AGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACGAAGACCTACACCTGCAACGTA 

GATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGTCCAAATATGGTCCC 

CCATGCCCATCATGCCCAGCACCTGAGTTCCTGGGGGGACCATCAGTCTTCCTGTTC 

CCCCCAAAACCCAAGGACACTCTCATGATCTCCCGGACCCCTGAGGTCACGTGCGTG 

GTGGTGGACGTGAGCCAGGAAGACCCCGAGGTCCAGTTCAACTGGTACGTGGATGGC 

GTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTTCAACAGCACGTAC 

CGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAACGGCAAGGAGTAC 

AAGTGCAAGGTCTCCAACAAAGGCCTCCCGTCCTCCATCGAGAAAACCATCTCCAAA 

GCCAAAGGGCAGCCCCGAGAGCCACAGGTGTACACCCTGCCCCCATCCCAGGAGGAG 

ATGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGAC 

ATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCT 

CCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAGGCTAACCGTGGACAAG 

AGCAGGTGGCAGGAGGGGAATGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCAC 

AACCACTACACACAGAAGAGCCTCTCCCTGTCTCTGGGTAAA 



M200 COMPLETE LIGHT CHAIN DNA SEQUENCE 
(SEQ ID NO: 24) 

CAAATTGTTCTCACCCAGTCTCCAGCAATCATGTCTGCATCTCTAGGGGAACGGGTC 

ACCATGACCTGCACTGCCAGTTCAAGTGTAAGTTCCAATTACTTGCACTGGTACCAG 

CAGAAGCCAGGATCCGCCCCCAATCTCTGGATTTATAGCACATCCAACCTGGCTTCT 

GGAGTCCCAGCTCGTTTCAGTGGCAGTGGGTCTGGGACCTCTTACTCTCTCACAATC 

AGCAGCATGGAGGCTGAAGATGCTGCCACTTATTACTGCCACCAGTATCTTCGTTCC 

CCACCGACGTTCGGTGGAGGCACCAAGCTGGAAATCAAACGAACTGTGGCTGCACCA 

TCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTT 

GTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGAT 

AACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGAC 

AGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACAC 

AAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGC 
TTCAACAGGGGAGAGTGT 



FIGURE 9 



M200 COMPLETE HEAVY CHAIN AMINO ACID SEQUENCE 
fSEQ ID NO: 25) 

QVQLKESGPGLVAPSQSLSITCTISGFSLTDYGVHWVRQPPGKGLEWLWIWSDGSS 
TYNSALKSRMTIRKDNSKSQVFLIMNSLQTDDSAMYYCARHGTYYGMTTTGDALDYW 
GQGTSVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALT 
SGVHTFPAVLQSSGLYSLSSWTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGP 
PCPSCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVWDVSQEDPEVQFNWYVDG 
VEVHNAKTKPREEQFNSTYRWSVLTVLHQDWLNGKEYKCKVSNKGLPSS lEKTI SK 
AKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP 
PVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK 



M200 COMPLETE LIGHT CHAIN AMINO ACID SEQUENCE 
fSEQ ID NO: 26) 

QIVLTQSPAIMSASLGERVTMTCTASSSVSSNYLHWYQQKPGSAPNLWIYSTSNLASGVP 
ARFSGSGSGTS YSLT I S SMEAEDAAT YYCHQYLRS PPTFGGGTKLE I KRTVAAPSVF I FP 

PSDEQLKSGTASWCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTL 
TLSKADYEKHKVYACEVTHQGLS S PVTKS FNRGEC 
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F200 COMPLETE HEAW CHAIN DNA SEQUENCE 
(SEQ ID NO: 27) 

CAGGTGCAGCTGAAGGAGTCAGGACCTGGCCTGGTGGCGCCCTCACAGAGCCTGTCC 

ATCACATGCACCATCTCAGGGTTCTCATTAACCGACTATGGTGTTCACTGGGTTCGC 

CAGCCTCCAGGAAAGGGTCTGGAGTGGCTGGTAGTGATTTGGAGTGATGGAAGCTCA 

ACCTATAATTCAGCTCTCAAATCCAGAATGACCATCAGGAAGGACAACTCCAAGAGC 

CAAGTTTTCTTAATAATGAACAGTCTCCAAACTGATGACTCAGCCATGTACTACTGT 

GCCAGACATGGAACTTACTACGGAATGACTACGACGGGGGATGCTTTGGACTACTGG 

GGTCAAGGAACCTCAGTCACCGTCTCCTCAGCTTCCACCAAGGGCCCATCCGTCTTC 

CCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAGAGCACAGCCGCCCTGGGCTGCCTG 

GTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACC 

AGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGC 

AGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACGAAGACCTACACCTGCAACGTA 

GATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGTCCAAATATGGTCCC 
CCATGCCCATCA 



F200 COMPLETE HEAVY CHAIN AMINO ACID SEQUENCE 
(SEQ ID NO: 28^ 

QVQLKESGPGLVAPSQSLS ITCTI SGFSLTDYGVHWVRQPPGKGLEWLWIWSDGSS 

TYNS ALKSRMT I RKDNS KSQVFL I MNS LQTDD SAMYYCARHGTYYGMTTTGDALDYW 

GQGTSVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALT 

SGVHTFPAVLQSSGLYSLSSWTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGP 
PCPS 
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huM200 COMPLETE HEAVY CHAIN DNA SEQUENCE 



(SEQ ID NO: 29) 



GAGGTGCAGCTGGTGGAGTCAGGAGGAGGCCTGGTGCAGCCCGGAGGAAGCCTGAGA 
CTGTCATGCGCCGCCTCAGGGTTCTCATTAACCGACTATGGTGTTCACTGGGTTCGC 
CAGGCCCCAGGAAAGGGTCTGGAGTGGCTGGTGGTGATTTGGAGTGATGGAAGCTCA 
ACCTATAATTCAGCTCTCAAATCCAGAATGACCATCTCAAAGGACAACGCCAAGAAC 
ACCGTGTACTTACAGATGAACAGTCTCAGAGCTGAGGACACCGCCGTGTACTACTGT 
GCCAGACATGGAACTTACTACGGAATGACTACGACGGGGGATGCTTTGGACTACTGG 
GGTCAAGGAACCCTGGTCACCGTCTCCTCAGCTTCCACCAAGGGCCCATCCGTCTTC 
CCCCTGGCGCCCTGCTCCAGGAGCACCTCCGAGAGCACAGCCGCCCTGGGCTGCCTG 
GTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACC 
AGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGC 
AGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACGAAGACCTACACCTGCAACGTA 
GATCACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGTCCAAATATGGTCCC 
CCATGCCCATCATGCCCAGCACCTGAGTTCCTGGGGGGACCATCAGTCTTCCTGTTC 
CCCCCAAAACCCAAGGACACTCTCATGATCTCCCGGACCCCTGAGGTCACGTGCGTG 
GTGGTGGACGTGAGCCAGGAAGACCCCGAGGTCCAGTTCAACTGGTACGTGGATGGC 
GTGGAGGTGCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTTCAACAGCACGTAC 
CGTGTGGTCAGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAACGGCAAGGAGTAC 
AAGTGCAAGGTCTCCAACAAAGGCCTCCCGTCCTCCATCGAGAAAACCATCTCCAAA 
GCCAAAGGGCAGCCCCGAGAGCCACAGGTGTACACCCTGCCCCCATCCCAGGAGGAG 
ATGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGAC 
ATCGCCGTGGAGTGGGAGAGCAATGGGCAGCCGGAGAACAACTACAAGACCACGCCT 
CCCGTGCTGGACTCCGACGGCTCCTTCTTCCTCTACAGCAGGCTAACCGTGGACAAG 
AGCAGGTGGCAGGAGGGGAATGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCAC 
AACCACTACACACAGAAGAGCCTCTCCCTGTCTCTGGGTAAA 



huM200 COMPLETE LIGHT CHAIN DNA SEQUENCE 
(SEQ ID NO: 30) 

GAAATTGTTCTCACCCAGTCTCCAGCAACCCTCTCTCTCTCTCCGGGGGAACGGGCT 

ACCCTCTCCTGCACTGCCAGTTCAAGTGTCAGTTCCAATTACTTGCACTGGTACCAG 

CAGAAGCCAGGACAGGCCCCCCGTCTCCTCATTTATAGCACATCCAACCTGGCTTCT 

GGAGTCCCAGCTCGTTTCAGTGGCAGTGGGTCTGGGACCTCTTACACCCTCACAATC 

AGCAGCCTCGAGCCAGAAGATTTCGCCGTCTATTACTGCCACCAGTATCTTCGTTCC 

CCACCGACGTTCGGTGGAGGCACCAAGGTCGAAATCAAACGAACTGTGGCTGCACCA 

TCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTT 

GTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGAT 

AACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGAC 

AGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACAC 

AAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAGC 
TTCAACAGGGGAGAGTGT 
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huM200 COMPLETE HEAVY CHAIN AMINO ACID SEQUENCE 
(SEP ID NO: 31) 

EVQLVESGGGLVQPGGSLRLSCAASGFSLTDYGVHWVRQAPGKGLEWLWIWSDGSS 
TYNSALKSRMTISKDNAKNTVYLQMNSLRAEDTAVYYCARHGTYYGMTTTGDALDYW 
GQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALT 
SGVHTFPAVLQSSGLYSLSSWTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGP 
PCPSCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVWDVSQEDPEVQFNWYVDG 
VEVHNAKTKPREEQFNSTYRWSVLTVLHQDWLNGKEYKCKVSNKGLPSS lEKTI SK 
AKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP 
PVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK 



huM200 COMPLETE LIGHT CHAIN AMINO ACID SEQUENCE 
(SEQ ID NO: 32) 

E I VLTQS PATLSLS PGERATLS CTAS S S VS SNYLHWYQQKPGQAPRLL I YS TSNLASGVP 
ARFSGSGSGTSYTLTISSLEPEDFAVYYCHQYLRSPPTFGGGTKVEIKRTVAAPSVFIFP 

PSDEQLKSGTASWCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTL 
TLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC 
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Visualization of Annexin V positive 
cells by Immunofluorescence 




B. 



Quantification of Annexin V positive 
cells by flow cytometry 
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FIGURE 16 
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